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Grapevine is one of the most important fruit trees 
in China 

Grapevine cultivation in China 

VWide distribution 

VHigh yields 

VHigh economic benefits 

VMainly consumed as fresh 

fruits 



Anthocyanin composition is 
responsible for the color 
diversity of grape berries. 

Anthocyanin composition and color diversity 



The MYB haplotype is the genetic determinant of 
grape color 

(Kobayashi et al. 2004, Walker et al. 2006, Azuma et al. 2009, 2011) 
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Gret1: grapevine retrotransposon1 
LTR: long terminal repeat 

TS: target site for the Gret1 insertion 

MybA1 and MybA2,  
inherited together, 
can be regarded as 
the color locus. 



Haplotype composition at the color locus is a 
major genetic determinant of skin color 

(Azuma et al. 2017) 

A model of the evolutionary differentiation of MYB haplotypes at the 
color locus in Vitis species 



Can we achieve early prediction of 
color diversification according to the 

MYB haplotype composition? 

Assisting in breeding of high quality cultivars 
with favorable coloration 

Our goals and questions raised 



Coloration classification of the 213 investigated 
grape varieties 
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The 213 grape varieties were classified into 7 
categories according to the depth of the coloration. 



Identification of MYB haplotype composition of 
the 213 grape varieties by PCR and sequencing  

VvMybA1a 

VvMybA1BEN 

1559 bp 

2105 bp 
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1675 bp 

846  bp 

1035 bp + 
sequencing 

999  bp + 
sequencing 

DNA quality control by the amplification of actin  

MybA1 allele 
identification 



VlMybA2 161 bp 

VlMybA1-2 251 bp 

Identification of MYB haplotype composition of 
the 213 grape varieties by PCR and sequencing  

1446 bp + 
sequencing 

1444  bp + 
sequencing 

VvMybA2r 
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DNA quality control by the amplification of actin  

MybA2 allele identification 



MYB haplotype composition of the investigated 
grape varieties  

MYB haplotype composition of 211 grape varieties can be identified by PCR and 
ǎŜǉǳŜƴŎƛƴƎ ŜȄŎŜǇǘ ΨYuanruiheiΩ όV. viniferaύ ŀƴŘ ΨOlarra vǳŜŜƴΩ (V. labrusca). 
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