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\ Grapevine Is one of the most important fruit tree
in China

V Wide distribution

V High yields

V High economic benefits
61 'V Mainly consumed as fresh

d fruits



Anthocyanin composition Is
responsible for the color
diversity of grape berries.




TheMYBhaplotype Is the genetic determinant of
rape color
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LTR: long terminal repeat
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(Kobayashi et al. 2004, Walker et al. 2006, Azuma et al. 2009, 20:



A common ancestor
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Haplotype composition at the color locus is a
major genetic determinant of skin color
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A model of the evolutionary differentiation of MYB haplotypes at th

color locus IinVitis species

(Azuma et al. 2017)



Our goals and questions raised

Assisting In breeding of high quality cultivars
with favorable coloration

Can we achieve early prediction of
~§ color diversification according to the
A MY Bhaplotype composition?




Coloration classification of the 213 investigatec
grape varieties
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Greenish  Yellowish Pink Mauve Dark Bluish
yellow green purple violet

The 213 grape varieties were classified into 7
categories according to the depth of the coloration.

Numbers of grape varieties
o
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|dentification of MYBhaplotype composition of
the 213 grape varieties by PCR and sequencir
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DNAgquality control by the amplification ofactin



|dentification of MYBhaplotype composition of
the 213 grape varletles by PCR and sequencw
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DNAgquality control by the amplification ofactin
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MY Bhaplotype composition of the investigated
grape varieties
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MYB haplotype composition of 211 grape varieties can be identified by PCR al
& Slj dzSy OA yaEnrshe@/Sdniferal? | GlaRavWzS $\Wldbruscy.



