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Our initial model for the molecular cascade that activate
dormancy release (based on years of comparative analyses

of response to dormancy release stimuli...)
Here we bring on the tip of the

fork support for the model and
suggest that Ethylene induced
catabolism may be a central
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Azid, HC and HS temporarily induce anaerobic
respiration, to face energy shortage caused by
impaired aerobic respiration
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Temporary induction
of fermentation also
occure under
vineyard conditions
during deep
dormancy, indicative
of an energy crisis.
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We |den'r|f|ed aII The ERFs, as well as other genes 'rha'r are r'egula'red by HC,
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ABA repression removal Module B

GA controlled resumption of growth




ABA delay bud break and reduce the enhancing effect
of HC, HS, Azid and hypoxia on dormancy release.
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Recovery from the inhibition was demonstrated in the
combined ABA-HC treatment whereas no recovery was
evident in the ABA-treated, compared to the control.
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Down-regulation of VVNCED1 and
up-regulation of VvA8H-CYP707A4
levels by HC may be responsible
together for decreased ABA level
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I Profiling the expression of GA

W onasoc : metabolism throughout the natural
dormancy cycle suggests during
endodormancy release:

+ levels of active GA biosynthetic
enzymes increased
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* levels of active GA degradation
enzyme decreased
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During initial steps of meristem activation, GA has a strong inhibiting
effect. Once meriatem is activated, GA has an enhancing effect,
probably on primordia growth
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